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FIG. 14A 
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EST72223 sequence: FIG. 21 A 

r.rnTTATTAnAfiriATTnTnr.TnATnr.nAOfiRTfiAQOTAQTAAGTTGTATTG 

HGTGGGGTAGGGATATTAGGCCCCAATTAGAAGATAACTATACAACT MIR98 
TACTACTTTCCCTGGTGTGTGGCATATTCACACTTAGTCTTAGCAGTGTTGCC 
TCCATCAGACAAAGTTGTAGATGTTCCTTGGATAATTTGGACTGGAAGAAAAGA 
GACATGGAAGGGGACAGATGGTGTTTAGGGT GAGG CAGATGTCATTATAAAGT 
GACTTGTCTTTCATTAATTGGAGCATATAATTATTTTACCTTTGGGCATGAACTC 
ATTTTGCTATTCTTCAACTGTGTAATGATTGCATTTTATTAGTAATAGAACAGGA 
ATGTGTGCAAGGGAATGGAAAGCATACTTTAAGAATTTTGGGCCAGGCGCGGT 
GGTTCATGCCTGTAATCCCAGCATTTTTGGGAGGCCGAGGCGGGTGGATCAC 
CTGAGGTCAGGAGTTCGAGACCAACCTGGCCAACACGGCGAAACCCCGCCTC 
TACTCAAATACAAAAATTAGCCAGGCTTGGTGACACTCGCCTGTGGTCCCAGC 
TAr.TrAfi^AaRCTGAGGCAGGA GAATTGCTTGAA CCCAGGAAGTGGAG 
GCTTCAGTGAGCTGAGAACACGCCACTGCACTCCAGTCCTGGGCAAC 5 
AGAGCAAGACTCTGTCTCAGGAAAAAAAAAG 



GAM2 



FIG. 21B 
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FIG. 22A 



dbEST Id. 7929020 (Image4514344) sequence: 

GCAAAAAC T GG AAG CAT T C C C T T T GAAAAC T GG C AC AAGAC AGG GAT GCCCTCTCT C AC 
CGCTCCTATTCAACATAGTGTTGGAAGTTCTGGCCAGGGCAATTAGGCAGGAGAAGGAA 
AT AAAGGG TAT T C AAT T AGGAAAAGAGC AAG T C AAAT TGTTCCTGTTT GCAGAT GAC AT 
GATTGTATATCTAGAAAACCCCATTGTCTCAGCCCCAAATCTCCTTAAGCTGATAAGCA 
AC T T CAGC AAAG T C T C AG GAT ACAAAAT AAAT G T AC AAAAAT CAC AAGC AT T C T T AC AC 
AC C AAC AACAG AAAAAC AGAG C CAAAT CAT GAG T GAAC T C C CAT T C AC AAT T G C T T C AA 
AG AG AAT AAAAT AC C TAGGAAT C CAAC T T AC AAG G GAT G T GAAGGAC C T C T T C AAGGAG 
AAC T AC AAAC CAC T G C T C AAG GAAAT AAAAGAG G AT AC AAACAAAT G GAAGAAC AT T C C 
AT GC T CAT GGG TAG GAAGAAT CAAT AT T G T GAAAAT G G C CAT AC T GC C C AAG G T AAT T T 
ACAGAT T C AAT GC CAT C C C CAT CAAG C T AC C AAT GAC T T T C T T C ACAGAAT T G GAAAAA 
AC T AC T T T AAAG T T CAT AT G GAAC C AAAAAAGAG C C C G CAT C G C C AAG T CAAT C C T AAG 
CCAAAAGAACAAAGC TGGAGGCATCACAC TACC TGAC T TCAAAC T T TAC TACAAGGC TA G A M 
C AG T AAC C AAAAC AGC AT G G T AC T G G T AC C AAAAC AGAGAT AT AGAT CAAT G GAAC AGA 24 
ACAGAGC C C T C AG AAAT AAC G C C GAAT AC C TAC AAC TAT C T GAT C T T T GACAAAC C T GA 
GAAAAAC AAGC AAT GGGGAAAGGAT T C C C TAT T T AAT AAAT G G T GC T GGG AAAAC T GAC 
T AGC CAT AT G T AG AAAGC T GAAAC T G GAT CCCTTCCT TAC AC C T TAT AC AAAAAT CAAT 
TCAAGATGGAT TAAAGAT T TAAACGT T AGAC C T AAAAC CAT AAAAAC C C T AGAAGAAAA 
C C TAG G CAT TAC CAT T C AG GACAT AG G CAT GGG CAAG GAC T T CAT G T C C AAAACAC C AA 
AAGC AAT G GC AAC AAAAGACAAAAT T GACAAAT G G GAT C T AAT T AAAC T AAAGAG C T T C 
TGCACAGCAAAAGAAACTACC ATCAGAGTG^CAGGC^CCT^^ 

T T TCGCAACC TAC TCATC TGA CAAAG GGC T AAT AT C C AGAAT C T ACAAT GAAC T CAAAC 26 
AAAT T T AC AAAAAAAAAAAAAAA 



FIG. 22B 
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FIG. 22C 
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FIG. 23A 

dbEST Id. 1388749 (Image 1020 185) Sequence; 

ACTCCTATCAACAGTGTAAAAGCATTCCTGTTTCTCCATAATCTTGCCAGCATCTTTT 

CATTTTTTTGAATTATAGCCATTCTGACTGTTGTGAGATGGTGTCTCATTGTGGTTTT 

GATTTGCATTTCTCAGATGATCAGTGATGTTGAAGTTTTTTTGTTTGTTGGCTGCATG 

TATGCCTTCTTTTGAAAAGTGTCTGTTTGTGTCCTTTGACCACTTTCTAATGGGGTTG 

AGTTTTTTTTTCTTGTAAATTTGTTTAAGTTCCTTGTAGATGCTGGATATTAGACCTT 

TGTCAGATGGATAGAGTGCAAAAATTTTCTCCCATTCTGTAGGTTGTCGGTTTACTCT 

GT T GATAGGT T C T T AAT GC T G TGC AGAAGC T C T T TAGT T TAAT T AGAT CCCAT T T G T C 

AATTTTGGCTTTTGTTGCAATTGCTTTTGGCATCTTCGTCATGAAATCTTTGCCCTTG 

CCTGTGTCCTGAATGGCATTGCCTAGGTTTTCTTCCAGGATTTTTATAGTTTTGGGTT 

GTAGATTTAAGTCTTTAATCCATCTTGAGTTAACTTTTGTATATGGGTTAAGGAAGGG 

GCCCGTTTCAATTTGCTGCAAATGGCTAGCCAGTTCTCCCAGCACCATTTATTAAATA 

GGGAATCTTTTCCCCATTGCTTCCTTTTGTCAGGTTTGTCAAAGATCACATGGTTGTA 

GGTGTGTGGTCTTATTTCTGGGTTCTCTATTCTGTTCCATTGGGCTATGGGCCGGTTC 

TGTACCACCACTATGCTGTTTTGGGTACCATAGTCTTGTAGAATGTTTGAAGCTGGGT 

AGCATGATGCCTCTAGCTTTGCTCTTCTTGCTAAGAAATGTCTTGGCTATTTGGGCTC 

TTTTTTGGTTCCATATGAATTTTAAAATAGCTTTTTCTAGGTCTGTAAAGAATGTGAA 

TAGTAGTTTAATGGGCCTAGCATTTAATTTACAGATTGCCTTGGGCAGTGTGGTCATT 

TTCACGATATTGATCCTTCCTGTCTGTGAGCATATGTTT TTCCATTTGTTTGTGTCAT G A , 

CTCTGATTTCTTTGAATAATGGTTTATAGTTATCCTTGAAAAGGTCCTTCACTTTTCT 

TGT TAGC TG TAT TCC TAGATAT TATAC TC T TC T TGTGGCAAT TGTGAATGGGAG T T AA 27 

TTCATGAGTTTTCTCTCGGCTTGCCTGTTGTTGGTGTATAGGAATGCTAGTGACTTTT 

GCACAT TGAT T T T GT AT C C T GAGAC T T T GT T GAAG T TGC T TAT CAGC TAAGAAGT T T T 

T GAGC T GAGAT GAT G GAG T T T T C T AGAT AT AGGAT CAT AT CAT C T G C AAACAAAGAT A 

GTTTGACTTCCTGTCTTCCTATTTGAATAGCTTTTCTTTCTTTCTCTTGCCTGATTGC 

CTTGGTGAGAATTTCTAATACTGTGTTGAATAGGAGTGGTGAGCTCGTGCCAA 



FIG. 23B 
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